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L&A HE: Computational solutions for spatial transcriptomics

MEME:

The function of biological systems depends on the spatial organization of their
cells. Spatial transcriptomics technologies measure gene expression across
spatial locations within a tissue, and computational methods are developed that
leverage spatial gene expression data to reconstruct a single—cell spatial map
and to delineate tissue structure. In this talk, a method SWOT is introduced for
learning a mapping from cells to spots to infer both cell-type composition and
single—cell spatial maps from spot—based spatial transcriptomics data.
Furthermore, a method HRCHY-CytoCommunity is introduced to decode hierarchical

multicellular structures in cell phenotype—annotated single—cell spatial maps

from single—cell spatial omics data.
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